Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; R factor = 0.036; wR factor = 0.084; data-to-parameter ratio = 20.7.
In the mononuclear title complex, [CuI(C 4 H 9 N 3 S)(C 18 H 15 P) 2 ], the Cu I ion displays a distorted tetrahedral coordination geometry involving two P atoms of two triphenylphosphane molecules, one S atom of a 1-(propan-2-ylidene)thiosemicarbazide molecule and one iodide ion. In the crystal, C-HÁ Á Á interactions [C-HÁ Á Ácentroid distances = 3.443 (3) and 3.788 (3) Å ] and N-HÁ Á ÁS hydrogen bonds form layers parallel to (100). An intramolecular N-HÁ Á ÁI hydrogen bond is also observed.
Related literature
For the potential applications of related complexes, see: Matesanz et al. (1999) ; Konstantinović et al. (2008) ; Zhang et al. (2008) . For relevant examples of related discrete complexes, see: Cox et al. (2000) ; Nimthong et al. (2008) ; Pakawatchai et al. (2012) .
Experimental
Crystal data [CuI(C 4 H 9 N 3 S)(C 18 H 15 P) 2 ] M r = 846.18 Triclinic, P1 a = 10.8832 (6) Å b = 12.5712 (7) Å c = 16.0206 (8) Å = 98.867 (1) = 100.517 (1) = 114.056 (1) V = 1903.04 (18) Å 3 Z = 2 Mo K radiation = 1.56 mm À1 T = 293 K 0.26 Â 0.21 Â 0.04 mm
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2003) T min = 0.682, T max = 0.940 26251 measured reflections 9206 independent reflections 7690 reflections with I > 2(I) R int = 0.033 Refinement R[F 2 > 2(F 2 )] = 0.036 wR(F 2 ) = 0.084 S = 1.02 9206 reflections 444 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.66 e Å À3 Á min = À0.27 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 2; Ày þ 1; Àz þ 1.
Data collection: SMART (Bruker, 1998) ; cell refinement: SAINT (Bruker, 2003) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: Mercury (Macrae et al., 2008) ; software used to prepare material for publication: SHELXL97 and publCIF (Westrip, 2010).
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was observed previously in analogous complex. For instance, the P-Cu-P angles of 118.63 (5)° in [CuI(C 7 H 8 N 2 S) (C 18 H 15 P) 2 ]. (Nimthong et al., 2008) . The two Cu1-P1 and Cu1-P2 bond distances of 2.2910 (7) Å and 2.2814 (6) Å are comparable to these in CuI(C 6 H 8 N 2 S)(C 18 H 15 P) 2 (2.2897 (5)-2.3047 (5) Å) (Pakawatchai et al., 2012) . The Cu1-S1 bond distance of 2.3866 (7) Å, which is larger than the value observed in tetrahedrally coordinated copper(I) halide complexes with S donors such as [CuBr(dppe)(py 2 SH)] 2 with Cu-S bond distance of 2.3456 (13) Å (Cox et al., 2000) .
The non-bonding distance in the molecule, N1-H1···I1, can be accepted as an intramolecular hydrogen bond with the geometry N1···I1 = 3.723 (2) Å. In the crystal packing, the C5(sp 2 )-H5···π interactions [H5···Cg1 = 2.948 (3) Å, C5(sp 2 ) -H5···Cg1 = 3.788 (3) Å and C5(sp 2 )-H5···Cg1 = 134.62 (8)°, Cg1 = C19-C20-C21-C22-C23-C24 ring] and N3-H3A···S1 hydrogen bonds can be linked each molecule forming one dimensional chain. In addition, chains are connected through C3(sp 2 )-H3···π interactions [H3···Cg2 = 2.870 (3) Å, C3(sp 2 )-H3···Cg2 = 3.443 (3) Å and C3(sp 2 ) -H3···Cg2 = 138.54 (7)°, Cg2 = C7-C8-C9-C10-C11-C12 ring] forming the two-dimensional layer networks (see Table 1 and Fig. 2 ).
Experimental
Triphenylphosphane (0.28 g, 1.07 mmol) was dissolved in 30 cm 3 of acetone at 338 K and then CuI (0.10 g, 0.53 mmol) was added. The mixture was stirred for 2 h and then thiosemicarbazide (0.05 g, 0.55 mmol) was added and the new reaction mixture was heated under reflux for 5 h where upon the precipitate gradually disappeared. The resulting clear solution was filtered off and left to evaporate at room temperature. The crystalline complex, which was deposited upon standing for several days, was filtered off and dried in vacuo. supplementary materials sup-2 Acta Cryst. (2012) . E68, m1417-m1418
Refinement
The H atoms were positioned geometrically and refined using a riding model, with C-H = 0.93 with U iso (H) = 1.2 U eq (C) and 0.96 Å with U iso (H) = 1.5 U eq (C) for for H atoms on C(sp 2 ) and C(sp 3 ), respectively. All H atoms bonded to N atoms were located in a difference Fourier map and refined isotropically.
Computing details
Data collection: SMART (Bruker, 1998) ; cell refinement: SAINT (Bruker, 2003) ; data reduction: SAINT (Bruker, 2003) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: Mercury (Macrae et al., 2008) ; software used to prepare material for publication:
SHEXTl97 (Sheldrick, 2008) and publCIF (Westrip, 2010).
Figure 1
The molecular structure with displacement ellipsoids drawn at the 50% probability level. H atoms are omitted for clarity. supplementary materials sup-3 Acta Cryst. (2012) . E68, m1417-m1418
Figure 2
Part of the crystal structure with N-H···S hydrogen bonds and C-H···centroid interactions are linked into one dimensional chain shown as dashed lines.
Iodido[1-(propan-2-ylidene)thiosemicarbazide-κS]bis(triphenylphosphane-κP)copper(I)

Crystal data
[CuI (C 4 Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (18) 0.0496 (7) 119.6 C31-C32-C33 120.7 (3) C12-C7-C8 118.0 (3) C31-C32-H32 119.7 C12-C7-P1 118.0 (2) C33-C32-H32 119.7 C8-C7-P1 123.7 (2) C34-C33-C32 120.3 (3) C9-C8-C7 120.7 (3) C34-C33-H33 119.9 C9-C8-H8 119.7 C32-C33-H33 119.9 C7-C8-H8 119.7 C35-C34-C33 119.7 (3) C10-C9-C8 120.5 (3) C35-C34-H34 120.1 C10-C9-H9 119.7 C33-C34-H34 120.1 C8-C9-H9 119.7 C34-C35-C36 120.8 (3) C11-C10-C9 119.7 (3) C34-C35-H35 119.6 C11-C10-H10 120.2 C36-C35-H35 119.6 C9-C10-H10 120.2 C35-C36-C31 120.3 (3) C10-C11-C12 120.4 (4) C35-C36-H36 119.8 C10-C11-H11 119.8 C31-C36-H36 119.8 C12-C11-H11 119.8 N3-C37-N1 116.9 (2) C7-C12-C11 120.7 (3) N3-C37-S1 121.4 (2) C7-C12-H12 119.6 N1-C37-S1 121.72 (19) C11-C12-H12 119.6 N2-C38-C39 126.6 (2) C14-C13-C18 118. (2) 173 (3) 
